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. Primers for mutagenesis. S7-8 Figure S1 . Chromatograms and spectra from GC-MS analysis of the indicated authentic standards used in this study with retention time and representative ions shown; Peak numbers correspond to the chemical structures defined in the text, prime (11', 13', 14') represents the use of enantiomer standards, which exhibit the same retention times and mass spectra in the utilized non-chiral column GC-MS analysis. Peaks 15-17 are putative diterpenes that have not been structurally identified. Figure S2 . Effect of the secondary position switch on OsKSL6 product outcome.
Chromatograms from GC-MS analysis of the indicated diterpene synthases (wild-type or indicated mutant). Numbers correspond to the chemical structures defined in the text. Enzymatic products were identified by comparison of both retention time and mass spectra to authentic standards ( Figure S1 ).
Figure S3.
Effect of the primary position switch on RcKS product outcome. Chromatograms from GC-MS analysis of the indicated diterpene synthases (wild-type or indicated mutant). Numbers correspond to the chemical structures defined in the text. Enzymatic products were identified by comparison of both retention time and mass spectra to authentic standards ( Figure S1 ). Figure S4 . Effect of the primary switch on RcKSL4 product outcome. Chromatograms from GC-MS analysis of the indicated diterpene synthases (wild-type or indicated mutant). Numbers correspond to the chemical structures defined in the text. Enzymatic products were identified by comparison of both retention time and mass spectra to authentic standards ( Figure S1 ). Figure S1 ).
